After an outbreak of Rift Valley fever in Southern Mauritania in 1987, entomologic studies were conducted in a bordering region in Sénégal from 1991 to 1996 to identify the sylvatic vectors of Rift Valley fever virus. The virus was isolated from the floodwater mosquitoes Aedes vexans and Ae. ochraceus. In 1974 and 1983, the virus had been isolated from Ae. dalzieli. Although these vectors differ from the main vectors in East and South Africa, they use the same type of breeding sites and also feed on cattle and sheep. Although enzootic vectors have now been identified in West Africa, the factors causing outbreaks remain unclear. In Sénégal, RVF virus was isolated from Aedes dalzieli in 1974 and 1983. RVF virus had never been isolated from this species in East and South Africa. The only known RVF outbreak, resulting in more than 200 human deaths, occurred in Southern Mauritania near the village of Rosso, on the Sénégal River (6) . Serologic surveys of cattle after the outbreak showed that the epizootic was widespread. Animals with positive immuglobulin (IgM) were recorded in The Gambia 340 km south of the epidemic (7). However, surveys conducted 1 to 2 years after the outbreak showed a decrease in RVF seroprevalence, which suggested that the transmission had ceased (8) . No human cases were observed in Sénégal after the outbreak. In 1995 and 1996, IgM-positive sheep and cattle were observed again along the Sénégal River, demonstrating that the virus remains present in the region (Thonnon, unpub. data). Because the virus was not isolated from approximately the 500,000 mosquitoes captured in the Rosso area the year after the outbreak, we decided to identify the mosquitoes or other arthropod species involved in the RVF-endemic cycles. We wanted to determine where the virus was when there were no visible manifestations in humans or cattle and whether the mosquito vectors were the same there as in East Africa.
On the basis of the epidemiology of the RVF virus in East and South Africa and the few isolations from West Africa, we selected for a study of the sylvatic vectors of RVF two sites in different bioclimatic areas in Sénégal: Kédougou, where the virus had been isolated before, and Barkedji, where temporary ground pools occur. We focused on mosquitoes and sand flies because RVF is a phlebovirus and research had shown that Phlebotomus duboscqi can transmit the virus (9) . This research also first identified in the sahelian region the sylvatic vectors of RVF (10), which are different from those in East and South Africa.
Entomologic surveys were conducted from 1991 to 1996. The Kédougou area (12°ll'N, 12°33'W), in southeastern Sénégal in the SudanoGuinean bioclimatic zone, has a rainy season (May through October) and an average rainfall of 1,100 mm. The Barkedji area (15°17'N, 14°17'W), in northern Sénégal in the sahelian Ferlo region, has a short rainy season (July to September) with an average rainfall of 250-350 mm. Temporary ground pools fill soon after the first rains and remain the only source of water during the dry season until January.
Hematophagous arthropods were collected each year in July, October, and November in Kédougou, and monthly in Barkedji. Insects were captured by four methods: when they landed to bite human volunteers from 17:30 to 22:30; with Centers for Disease Control and Prevention (CDC)-dry ice light traps; with CDC light traps located in sheepfolds, and with animal-baited (one sheep or three chickens) intermittent light traps. In Kédougou, arthropods were collected in villages and in a forest, and in Barkedji, at the edge of three temporary ground pools.
Arthropods were sorted and pooled by species, sex, location, and date in the field. Pools of arthropods (fewer than 100) were put in liquid nitrogen and stored at -70°C. Viruses were isolated on AP61 (Ae. pseudoscutellaris) and Vero cell cultures. Some mosquito pools were injected into suckling mice. Viruses were detected by immunofluorescence assay that used specific mouse immune ascitic fluids (11) . Viruses were identified by complement fixation and neutralization tests. Blood-fed mosquitoes collected in the traps were preserved so that the blood meal source could be identified by enzyme-linked immunosorbent assay (ELISA) (12) .
More than 228,000 mosquitoes from 52 species in Barkedji and 250,000 mosquitoes from 102 species in Kédougou were collected and tested for virus isolation. Additionally, 233,000 sand flies from 11 species and 35,000 sand flies from 25 species were caught in Barkedji and Kédougou, respectively ( because they belong to the same Aedes subgenera of known vectors and have almost the same breeding sites and trophic behavior (10) . Moreover, females from a colony of Sénégalese Ae. fowleri were able to transmit RVF virus experimentally (13) . Mosquito species belonging to other genera (e.g., Culex, Mansonia) should be implicated during an outbreak only after the virus is amplified, as in East Africa (3). The taxonomic status of Ae. vexans, the chief enzootic vector of RVF virus, has to be clarified. Ae. vexans has a worldwide distribution. In 1975, G.B. White wrote that the African specimens of Ae. vexans belong to the same subspecies Ae. vexans arabiensis, which was recorded in Mauritania, Sénégal, The Gambia, Ghana, Nigeria, Sudan, Ethiopia, Somalia, and South Africa (14) . In Barkedji, in the dry sahelian region of Sénégal, female Ae. vexans lay eggs on the soil of temporary ground pools. The adult Ae. vexans appear only 4 days after the first rain, a very short larval development period. Ae. vexans can be abundant (more than 4,000 per light trap). However, their density decreases quickly about 2 months after the ground pools flood, while the density of other species, such as Culex poicilipes, Mimomyia splendens, or Mansonia africana, increases at the end of the rainy season (Figure) .
Evaluating the trophic preferences of mosquitoes is difficult and highly dependent on the sampling methods. Some species are highly hostspecific, but most species feed on a range of different host animals. Despite numerous human bites by Ae. vexans and Ae. ochraceus around the Dispatches pools, these species seemed not very host-specific. Females that fed on cattle, sheep, goats, horses, and even chickens were identified. Other sylvatic vectors or potential vectors of RVF virus also showed equally low host specificity ( (17) . This epizootic was caused by three factors: a dam was built near Rosso on the Sénégal River, mosquito density increased probably because of the flooding of the river bank in 1987, and the livestock density increased. In 1993, when RVF 
